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Meeting: Human Genome ’92: The Human Genome Project International Conference 
Dates: 14-17 October 1992 
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the human genome. Topics will include the status of the mapping effort, questions of human genetic diversity, 
new applications and implications of the Human Genome Project, model organisms, and issues surrounding 


DNA sequences and their uses. 
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Tel. (202) 326-6461; Fax (202)289-4021. 





